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Thr 


Ala 


He 


Gin 


Lys 


Pro 


Leu 






100 










105 


Gly Asn 


Ala 


Leu 


Ala 


Ala 


Ser 


Leu 






115 










120 


Gin 


Val 


Thr 


Asn 


Glu 


Asp 


Leu 


Leu 






130 










135 


Cys 


Arg 


Arg 


Leu 


Leu 


Ser 


Pro 


Met 






145 










150 


Ala 


Ser 


Gly 


Leu 


Arg 


Leu 


Phe 


Ser 






160 










165 


Phe 


lie 


Ala 


Asp 


Val 


Asp 


Leu 


Glu 






175 










180 


Gly Glu 


Met 


Arg 


Phe 


Thr 


Leu 


Gly 






190 










195 


Leu 


Arg 


Thr 


Tyr 


Arg 


Gly 


Arg 


Leu 






205 










210 


Val 


Gly 


Ser 


Lys 


Thr 


Pro 


Ala 


Ser 






220 










225 


Pro 


Val 


Asp 


Ala 


His 


Leu 


Val 


Pro 






235 










240 


His 


Trp 


Thr 


Val 


Val 


Pro 


Asp 


Glu 






250 










255 


Leu 


Leu 


His 


Ser 


His 


Leu 


Gly 


Ser 






265 










270 


Gly Arg 


Cys 


Ala 


Ala 


Gly 


Val 


Met 






280 










285 


Gly Val 


Ser 


Arg 


Ala 


Met 


Leu 


Leu 






295 










300 


Lys 


Gly Arg 


His 


Met 


Glu 


Tyr 


Glu 






310 










315 


Pro 


Val 


Val 


Ala 


Phe 


Arg 


Leu 


Glu 






325 










330 


Phe 


Ala 


Val 


Asp 


Gly 


Glu 


Leu 


Met 






340 










345 


Gin 


Val 


His 


Pro 


Asn 


Tyr 


Phe 


Trp 






355 










360 


Pro 


Pro 


Pro 


Ser 


Trp 


Lys 


Pro 


Gin 






370 










375 


Pro 


Leu 















<210> 6 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3815186CD1 
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<400> 6 



Met 


Arg 


Trp 


Tyr 


Gin 


Pro 


Pro 


Asn 


Asp 


1 








5 










Cys 


Leu 


Ser 


Ser 


Tyr 
20 


Ala 


Val 


Leu 


Met 


Gin 


Arg 


Asp 


Lys 


Arg 


Asp Thr 


Ser 


Asn 










35 










Arg 


Gin 


Pro 


Val 


Glu 
50 


Leu 


Thr 


Pro 


Thr 


Asn 


Leu 


Asp 


Gin 


Asn 
65 


Glu 


Phe 


Ala 


Gly 


Glu 


Phe 


Val 


He 


Asn 
80 


Val 










Trp 


Arg 


He 


Leu 


Val 


Leu 


10 










15 


Cys 


Leu 


Leu 


Ser 


He 


Trp 


25 










30 


Phe 


Asp 


Lys 


Glu 


Phe 


Thr 


40 










45 


Asp 


Lys 


Leu 


Phe 


He 


Met 


55 










60 


Phe 


Ser 


Tyr 


Thr 


Asn 


Pro 


70 










75 



<210> 7 

<211> 721 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 5504544CD1 

•<400> 7 



Met 


Leu 


Phe 


Gly 


Leu 


Val 


Arg 


Gin 


Gly Leu 


Lys 


Cys 


Asp 


Gly 


Cys 


1 








5 










10 










15 


Gly 


Leu 


Asn 


Tyr 


His 
20 


Lys 


Arg 


Cys 


Ala 


Phe 
25 


Ser 


He 


Pro 


Asn 


Asn 
30 


Cys 


Ser 


Gly 


Ala 


Arg 

35 


Lys 


Arg 


Arg 


Leu 


Ser 
40 


Ser 


Thr 


Ser 


Leu 


Ala 
45 


Ser 


Gly 


His 


Ser 


Val 
50 


Arg 


Leu 


Gly 


Thr 


Ser 
55 


Glu 


Ser 


Leu 


Pro 


Cys 
60 


Thr 


Ala 


Glu 


Glu 


Leu 
65 


Ser 


Arg 


Ser 


Thr 


Thr 
70 


Glu 


Leu 


Leu 


Pro 


Arg 
75 


Arg 


Pro 


Pro 


Ser 


Ser 
80 


Ser 


Ser 


Ser 


Ser 


Ser 
85 


Ala 


Ser 


Ser 


Tyr 


Thr 
90 


Gly 


Arg 


Pro 


He 


Glu 
95 


Leu 


Asp 


Lys 


Met 


Leu 
100 


Leu 


Ser 


Lys 


Val 


Lys 
105 


Val 


Pro 


His 


Thr 


Phe 
110 


Leu 


He 


His 


Ser 


Tyr 
115 


Thr 


Arg 


Pro 


Thr 


Val 
120 


Cys 


Gin 


Ala 


Cys 


Lys 
125 


Lys 


Leu 


Leu 


Lys 


Gly 
130 


Leu 


Phe 


Arg 


Gin 


Gly 
135 


Leu 


Gin 


Cys 


Lys 


Asp 
140 


Cys 


Lys 


Phe 


Asn 


Cys 
145 


His 


Lys 


Arg 


Cys 


Ala 
150 


Thr 


Arg 


Val 


Pro 


Asn 
155 


Asp 


Cys 


Leu 


Gly 


Glu 
160 


Ala 


Leu 


He 


Asn 


Gly 
165 


Asp 


Val 


Pro 


Met 


Glu 
170 


Glu 


Ala 


Thr 


Asp 


Phe 
175 


Ser 


Glu 


Ala 


Asp 


Lys 
180 


Ser 


Ala 


Leu 


Met 


Asp 
185 


Glu 


Ser 


Glu 


Asp 


Ser 
190 


Gly 


Val 


He 


Pro 


Gly 
195 


Ser 


His 


Ser 


Glu 


Asn 
200 


Ala 


Leu 


His 


Ala 


Ser 
205 


Glu 


Glu 


Glu 


Glu 


Gly 
210 


Glu 


Gly 


Gly 


Lys 


Ala 
215 


Gin 


Ser 


Ser 


Leu 


Gly 
220 


Tyr 


He 


Pro 


Leu 


Met 
225 


Arg 


Val 


Val 


Gin 


Ser 
230 


Val 


Arg 


His 


Thr 


Thr 
235 


Arg 


Lys 


Ser 


Ser 


Thr 
240 


Thr 


Leu 


Arg 


Glu 


Gly 
245 


Trp 


Val 


Val 


His 


Tyr 
250 


Ser 


Asn 


Lys 


Asp 


Thr 
255 


Leu 


Arg 


Lys 


Arg 


His 
260 


Tyr 


Trp 


Arg 


Leu 


Asp 
265 


Cys 


Lys 


Cys 


He 


Thr 
270 
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Leu Phe Gin 
Leu Ser Glu 
Val Pro Pro 
Asn Ala Thr 
Gly Pro Ser 
Ala lie Arg 
Ser Ala Pro 
Ser Val Ser 
Val Tyr Gin 
Gly Val Val 
Ala Val Lys 
Ser Gin Leu 
Pro Gly lie 
Val Phe Val 
lie Leu Ser 
Phe Leu lie 
Lys Asn lie 
Ala Ser Ala 
Phe Ala Arg 
Gly Thr Pro 
Tyr Asn Arg 
Val Ser Leu 
Asn Asp Gin 
Trp Ser His 
Leu Gin Val 
Ser His Pro 
Glu Leu Glu 
Asp Asp Ala 
Gly Ser Gly 
Pro Gin Asp 
Leu 



Asn 


Asn 


Thr 




275 




lie 


Leu 


Thr 




290 




Gly 


Thr 


Asn 




305 




Tyr 


Phe 


Val 




320 




Gly 


Gin 


Gly 




335 




Gin 


Ala 


Leu 




350 




Gly 


His 


Ala 




365 




Asn 


Ser 


Gin 




380 




He 


Phe 


Pro 




395 




Tyr 


Gly 


Gly 




410 




Val 


He 


Asp 




425 




Arg 


Asn 


Glu 




440 




Val 


Asn 


Leu 




455 




Val 


Met 


Glu 




470 




Ser 


Glu 


Lys 




485 




Thr 


Gin 


He 




500 




Val 


His 


Cys 




515 




Asp 


Pro 


Phe 




530 




He 


He 


Gly 




545 




Ala 


Tyr 


Leu 




560 




Ser 


Leu 


Asp 




575 




Ser 


Gly 


Thr 




590 




He 


Gin 


Asn 




605 




He 


Ser 


Ala 




620 




Lys 


Met 


Arg 




635 




Trp 


Leu 


Gin 




650 




Gly 


Lys 


Met 




665 




Arg 


Trp 


Glu 




680 




Leu 


Pro 


Thr 




695 




His 


Asp 


Met 




710 





Thr Asn Arg 
Val Glu Ser 
Pro His Cys 
Gly Glu Met 
Ala Glu Ala 
Met Pro Val 
Pro His Arg 
He Gin Glu 
Asp Glu Val 
Lys His Arg 
Lys Leu Arg 
Val Ala He 
Glu Cys Met 
Lys Leu His 
Gly Arg Leu 
Leu Val Ala 
Asp Leu Lys 
Pro Gin Val 
Glu Lys Ser 
Ala Pro Glu 
Met Trp Ser 
Phe Pro Phe 
Ala Ala Phe 
Gly Ala He 
Lys Arg Tyr 
Glu Tyr Gin 
Gly Glu Arg 
Gin Phe Ala 
Asp Arg Asp 
Gin Gly Leu 



Tyr Tyr Lys 
280 

Ala Gin Asn 
295 

Phe Glu He 
310 

Pro Gly Gly 
325 

Ala Arg Gly 
340 

He Leu Gin 
355 

Gin Ala Ser 
370 

Asn Val Asp 
385 

Leu Gly Ser 
400 

Lys Thr Gly 
415 

Phe Pro Thr 
430 

Leu Gin Ser 
445 

Phe Glu Thr 
460 

Gly Asp Met 
475 

Pro Glu Arg 
490 

Leu Arg His 
505 

Pro Glu Asn 
520 

Lys Leu Cys 
535 

Phe Arg Arg 
550 

Val Leu Leu 
565 

Val Gly Val 
580 

Asn Glu Asp 
595 

Met Tyr Pro 
610 

Asp Leu He 
625 

Ser Val Asp 
640 

Thr Trp Leu 
655 

Tyr He Thr 
670 

Ala Glu His 
685 

Leu Gly Gly 
700 

Ala Glu Arg 
715 



Glu 


He 


Pro 






285 


Phe 


Ser 


Leu 






300 


Val 


Thr 


Ala 






315 


Thr 


Pro 


Gly 






330 


Trp 


Glu 


Thr 






345 


Asp 


Ala 


Pro 






360 


Leu 


Ser 


He 






375 


He 


Ala 


Thr 






390 


Gly 


Gin 


Phe 






405 


Arg 


Asp 


Val 






420 


Lys 


Gin 


Glu 






435 


Leu 


Arg 


His 






450 


Pro 


Glu 


Lys 






465 


Leu 


Glu 


Met 






480 


Leu 


Thr 


Lys 






495 


Leu 


His 


Phe 






510 


Val 


Leu 


Leu 






525 


Asp 


Phe 


Gly 






540 


Ser 


Val 


Val 






555 


Asn 


Gin 


Gly 






570 


He 


Met 


Tyr 






585 


Glu 


Asp 


He 






600 


Ala 


Ser 


Pro 






615 


Asn 


Asn 


Leu 






630 


Lys 


Ser 


Leu 






645 


Asp 


Leu 


Arg 






660 


His 


Glu 


Ser 






675 


Pro 


Leu 


Pro 






690 


Ala 


Cys 


Pro 






705 


He 


Ser 


Val 






720 
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<210> 8 
<211> 249 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc.feature 

<223> Incyte ID No: 1511326CD1 



<400> 8 














Met 


Ala 


Ser 


Ser 


Asp 


Glu 


Asp 


Gly 


1 








5 








Ala 


Gly 


Glu 


Asp 


Arg 

20 


Glu 


Ala 


Pro 


Phe 


Leu 


Ala 


Thr 


Ala 
35 


Trp 


Leu 


Thr 


Ala 


Gly 


Trp 


Leu 


Val 
50 


Leu 


Ala 


He 


Glu 


Lys 


Gly 


Thr 


His 
65 


Arg 


Gly 


Leu 


Leu 


Lys 


Phe 


Phe 


Gin 
80 


Thr 


Phe 


Ala 


Leu 


He 


Gly 


He 


Val 
95 


Pro 


Thr 


Ser 


Val 


Ser 


Ser 


Arg 


He 
110 


Phe 


Met 


Val 


Lys 


Pro 


He 


Gin 


Asn 
125 


Glu 


Glu 


Ser 


Trp 


Thr 


Val 


Thr 


Glu 
140 


He 


Thr 


Arg 


Leu 


Leu 


Asp 


His 


Leu 
155 


Pro 


Tyr 


Phe 


Phe 


Phe 


He 


He 


Leu 
170 


Tyr 


Pro 


Val 


Thr 


He 


Tyr 


Ala 


Ala 
185 


Leu 


Pro 


His 


Ser 


He 


Arg 


Leu 


Pro 
200 


Asn 


Lys 


Tyr 


Tyr 


Phe 


Leu 


Leu 


lie 
215 


Thr 


Met 


Ala 


Gin 


Leu 


Tyr 


Phe 


His 
230 


Met 


Leu 


Arg 


Gly 


Glu 


Val 


He 


Val 
245 


Glu 


Lys 


Asp 



Thr 


Asn 


Gly 


Gly Ala 


Ser 


Glu 




10 










15 


Gly Gin Arg 


Arg 


Arg 


Leu 


Gly 




25 










30 


Phe 


Tyr 


ASD 


He 


Ala 


Met 


Thr 




40 










45 


Ala 


Met 


Val 


Arg 


Phe 


Tvr 


Met 




55 










60 


Tvr 


Lvs 


Ser 


He 


Gin 


Lvs 


Thr 




70 










75 


Leu 


Leu 


Glu 


He 


Val 


His 


Cvs 




85 










90 


Val 


He 


Val 


Thr 


Gly 


Val 


Gin 




100 










105 


Trp 


Leu 


He 


Thr 


His 


Ser 


He 




115 










120 


Val 


Val 


Leu 


Phe 


Leu 


Val 


Ala 




130 










135 


Tyr 


Ser 


Phe 


Tyr 


Thr 


Phe 


Ser 




145 










150 


He 


Lys 


Trp 


Ala 


Arg 


Tyr 


Asn 




160 










165 


Gly 


Val 


Ala 


Gly 


Glu 


Leu 


Leu 




175 










180 


Val 


Lys 


Lys 


Thr 


Gly 


Met 


Phe 




190 










195 


Asn 


Val 


Ser 


Phe 


Asp 


Tyr 


Tyr 




205 










210 


Ser 


Tyr 


He 


Pro 


Leu 


Phe 


Pro 




220 










225 


Gin 


Arg 


Arg 


Lys 


Val 


Leu 


His 




235 










240 



Asp 



<210> 9 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1519120CD1 

<400> 9 

Met Ala Asp Asp Asp Val Leu Phe Glu Asp Val Tyr Glu Leu Cys 

15 10 15 

Glu Val He Gly Lys Gly Pro Phe Ser Val Val Arg Arg Cys He 

20 25 30 
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Asn 


Arg 


Glu 


Thr 


Gly 
35 


Gin 


Gin 


Phe 


Ala 


Ala 


Lys 


Phe 


Thr 


Ser 
50 


Ser 


Pro 


Gly 


Leu 


Trp 


He 


Ser 


Asn 


Leu 
65 


Lys 


Arg 


Glu 


Ala 


Lys 


His 


Pro 


His 


He 
80 


Val 


Glu 


Leu 


Leu 


Gly 


Met 


Leu 


Tyr 


Met 
95 


Val 


Phe 


Glu 


Phe 


Cys 


Phe 


Glu 


He 


Val 
110 


Lys 


Arg 


Ala 


Asp 


Glu 


Ala 


Val 


Ala 


Ser 
125 


He 


Leu 


Asp 


Lys 


Gly 


Asp 


His 


Leu 


Asn 
140 


Thr 


Ala 


Leu 


Ser 
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Val 


Lys 


He 


Val 


Asp 


Val 


40 










45 


Ser 


Thr 


Glu 


Gly 


Lys 


Arg 


55 










60 


Ser 


He 


Cys 


His 


Met 


Leu 


70 










75 


Glu 


Thr 


Tyr 


Ser 


Ser 


Asp 


85 










90 


Met 


Asp 


Gly 


Ala 


Asp 


Leu 


100 










105 


Ala 


Gly 


Phe 


Val 


Tyr 


Ser 


115 










120 


His 


Ser 


Trp 


Lys 


Gin 


Leu 


130 










135 


Ser 


Ala 











145 



<210> 10 
<211> 524 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1673761CD1 

<400> 10 



Met 


Asn 


He 


Ala 


Asn 


Arg 


Lys 


Gin 


Glu 


Glu 


Met 


Lys 


Asp 


Met 


He 


1 








5 










10 










15 


Val 


Glu 


Thr 


Leu 


Asn 
20 


Thr 


Met 


Lys 


Glu 


Glu 
25 


Leu 


Leu 


Asp 


Asp 


Ala 
30 


Thr 


Asn 


Met 


Glu 


Phe 

35 


Lys 


Asp 


Val 


He 


Val 
40 


Pro 


Glu 


Asn 


Gly 


Glu 
45 


Pro 


Val 


Gly 


Thr 


Arg 
50 


Glu 


He 


Lys 


Cys 


Cys 
55 


He 


Arg 


Gin 


He 


Gin 
60 


Glu 


Leu 


He 


He 


ser 
65 


Arg 


Leu 


Asn 


Gin 


Ala 
70 


Val 


Ala 


Asn 


Lys 


Leu 
75 


He 


Ser 


Ser 


Val 


Asp 
80 


Tyr 


Leu 


Arg 


Glu 


Ser 
85 


Phe 


Val 


Gly 


Thr 


Leu 
90 


Glu 


Arg 


Cys 


Leu 


Gin 
95 


Ser 


Leu 


Glu 


Lys 


Ser 
100 


Gin 


Asp 


Val 


Ser 


Val 
105 


His 


He 


Thr 


Ser 


Asn 
110 


Tyr 


Leu 


Lys 


Gin 


He 
115 


Leu 


Asn 


Ala 


Ala 


Tyr 
120 


His 


Val 


Glu 


Val 


Thr 
125 


Phe 


His 


Ser 


Gly 


Ser 
130 


Ser 


Val 


Thr 


Arg 


Met 
135 


Leu 


Trp 


Glu 


Gin 


He 
140 


Lys 


Gin 


He 


He 


Gin 
145 


Arg 


He 


Thr 


Trp 


Val 
150 


Ser 


Pro 


Pro 


Ala 


He 
155 


Thr 


Leu 


Glu 


Trp 


Lys 
160 


Arg 


Lys 


Val 


Ala 


Glh 
165 


Glu 


Ala 


He 


Glu 


Ser 
170 


Leu 


Ser 


Ala 


Ser 


Lys 
175 


Leu 


Ala 


Lys 


Ser 


He 
180 


Cys 


Ser 


Gin 


Phe 


Arg 
185 


Thr 


Arg 


Leu 


Asn 


Ser 
190 


Ser 


His 


Glu 


Ala 


Phe 
195 


Ala 


Ala 


Ser 


Leu 


Arg 
200 


Gin 


Leu 


Glu 


Ala 


Gly 
205 


His 


Ser 


Gly 


Arg 


Leu 
210 


Glu 


Lys 


Thr 


Glu 


Asp 
215 


Leu 


Trp 


Leu 


Arg 


Val 
220 


Arg 


Lys 


Asp 


His 


Ala 
225 


Pro 


Arg 


Leu 


Ala 


Arg 
230 


Leu 


Ser 


Leu 


Glu 


Ser 
235 


Cys 


Ser 


Leu 


Gin 


Asp 
240 


Val 


Leu 


Leu 


His 


Arg 


Lys 


Pro 


Lys 


Leu 


Gly 


Gin 


Glu 


Leu 


Gly 


Arg 
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245 










250 


Gly 


Gin 


Tyr 


Gly 


Val 
260 


Val 


Tyr 


Leu 


Cys 


Asp 
265 


Phe 


Pro 


Cys 


Ala 


Leu 
275 


Lys 


Ser 


Val 


Val 


Pro 
280 


Trp 


Asn 


Asp 


Leu 


Ala 
290 


Leu 


Glu 


Phe 


His 


Tyr 
295 


Lys 


His 


Glu 


Arg 


Leu 
305 


Val 


Asp 


Leu 


His 


Gly 
310 


Asn 


Tyr 


Gly Gly 


Gly 


Ser 


Ser 


He 


Ala 


Val 










320 










325 


Arg 


Leu 


His 


Arg 


Asp 


Leu 


Tyr 


Thr 


Gly Leu 










335 










340 


Leu 


Glu 


Thr 


Arg 


Leu 
350 


Gin 


He 


Ala 


Leu 


Asp 
355 


Arg 


Phe 


Leu 


His 


Ser 
365 


Gin 


Gly 


Leu 


Val 


His 
370 


Lys 


Asn 


Val 


Leu 


Leu 
380 


Asp 


Lys 


Gin 


Asn 


Arg 
385 


Leu 


Gly 


Phe 


Cys 


Lys 
395 


Pro 


Glu 


Ala 


Met 


Met 
400 


Gly 


Thr 


Pro 


He 


His 
410 


Met 


Ala 


Pro 


Glu 


Leu 
415 


Asp 


Asn 


Ser 


Val 


Asp 
425 


Val 


Tyr 


Ala 


Phe 


Gly 
430 


He 


Cys 


Ser 


Gly 


Ser 
440 


Val 


Lys 


Leu 


Pro 


Glu 
445 


Ala 


Ser 


Lys 


Asp 


His 
455 


Leu 


Trp 


Asn 


Asn 


Val 
460 


Pro 


Glu 


Arg 


Leu 


Pro 
470 


Val 


Phe 


Asp 


Glu 


Glu 
475 


Glu 


Ala 


Cys 


Trp 


Asp 


Gly Asp 


Pro 


Leu 


Lys 










485 










490 


He 


Val 


Gin 


Pro 


Met 
500 


Leu 


Gin 


Gly 


He 


Met 
505 


Ser 


Asn 


Ser 


Glu 


Gin 
515 


Pro 


Asn 


Arg 


Gly 


Leu 
520 



<210> 11 
<211> 509 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1270442CD1 



<400> 11 



Met 


Arg 


Leu 


Arg 


Glu 


Arg 


Ser 


Leu 


Arg 


Gin 


1 








5 










10 


Gin 


Glu 


Leu 


Ala 


Ser 
20 


Leu 


Ala 


Arg 


Gly 


Cys 
25 


Ser 


Arg 


Phe 


Lys 


Lys 
35 


Arg 


Leu 


Lys 


Ala 


Phe 
40 


Arg 


Lys 


Glu 


Glu 


Pro 
50 


Leu 


Pro 


Pro 


Ala 


Thr 
55 


Thr 


Phe 


Tyr 


Phe 


Pro 
65 


Arg 


Gly 


Arg 


Pro 


Gin 
70 


Asp 


Ala 


Val 


He 


Ser 
80 


Lys 


He 


Glu 


Ser 


Thr 
85 




255 

Asn Trp Gly Gly His 

270 

Pro Asp Glu Lys His 

285 

Met Arg Ser Leu Pro 

300 

Ser Val He Asp Tyr 

315 

Leu Leu He Met Glu 

330 

Lys Ala Gly Leu Thr 

345 

Val Val Glu Gly He 

360 

Arg Asp lie Lys Leu 

375 

Ala Lys He Thr Asp 

390 

Ser Gly Ser He Val 

405 

Phe Thr Gly Lys Tyr 

420 

He Leu Phe Trp Tyr 

435 

Ala Phe Glu Arg Cys 

450 

Arg Arg Gly Ala Arg 

465 

Cys Trp Gin Leu Met 

480 

Arg Pro Leu Leu Gly 

495 

Asn Arg Leu Cys Lys 

510 

Asp Asp Ser Thr 



Asp Pro Asp Leu Arg 

15 

Asp Phe Val Leu Pro 

30 

Gin Gin Val Gin Thr 

45 

Ser Gin Ser He Pro 

60 

Asp Ser Val Asn Val 

75 

Phe Ala Arg Phe Pro 

90 
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His 


Glu 


Arg 


Cys 


Gly 


Cys 


Gly 


Gly 


Glu 


Met 


Trp 


Arg 


Phe 


Val 


His 


Glu 


Asp 


Phe 


Gly 


Leu 


Ser 


lie 


Thr 


Thr 


Trp 


Ser 


Gly 


Leu 


Gin 


Asn 


Leu 


Thr 


Glu 


Lys 


Phe 


Trp 


Asp 


Asp 


Leu 


He 


Asp 


Arg 


Gin 


Lys 


Glu 


He 


Ser 


Glu 


Phe 


Arg 


Cys 


Glu 


Leu 


Glu 


Met 


Ala 


He 


Leu 


Asp 


Leu 


Asp 


Leu 


Lys 


Phe 


Asn 


He 


Ser 


Leu 


Leu 


Trp 


Glu 


Lys 


Glu 


Thr 


Ala 


Ser 


Pro 


Val 


Gin 


Arg 


Pro 


Leu 


Tyr 


Glu 



Ala 


Thr 


Met 




95 




Pro 


Leu 


Tyr 




110 




Arg 


Thr 


Gly 




125 




Lys 


He 


Leu 




140 




Leu 


Leu 


Met 




155 




Val 


Pro 


Phe 




170 




Phe 


Leu 


Lys 




185 




Val 


He 


Gin 




200 




Arg 


He 


Thr 




215 




Val 


Ala 


Leu 




230 




Phe 


Phe 


Ser 




245 




Glu 


Leu 


Asp 




260 




Ala 


Arg 


His 




275 




He 


Phe 


Ser 




290 




Gly 


Lys 


He 




305 




Glu 


Asp 


Lys 




320 




Met 


Asp 


Leu 




335 




Tyr 


Phe 


Tyr 




350 




Glu 


Ala 


Leu 




365 




Val 


Lys 


Pro 




380 




Arg 


Cys 


Lys 




395 




Glu 


Lys 


Tyr 




410 




Arg 


Asp 


Gly 




425 




Tyr 


Ala 


Ala 




440 




Gly 


Glu 


Pro 




455 




Glu 


Gin 


Lys 




470 




Phe 


Phe 


Glu 




485 




Tyr 


Ala 


Cys 




500 





Asp Asp Met 
Trp Lys Gly 
Ser Val Ser 
Gin Asn Cys 
Ser Pro Gly 
Leu Gin Asp 
Glu Ala Ser 
Arg He Phe 
Cys Ala Glu 
Leu Glu Glu 
Tyr Glu His 
Thr Asp His 
Asn Asp His 
Gly Ala Val 
Ser Tyr Ala 
Lys Thr Pro 
Asp Gly Asp 
Glu Glu Gin 
Pro Phe Gin 
Arg Thr Glu 
Leu Ala Asn 
Leu Asp His 
Asp Ser Gly 
Glu Glu Tyr 
Trp Glu Asp 
Leu Ser Ala 
Ala Pro Ser 
Gly Asp Glu 



Gly 


Leu 


Val 


100 






Pro 


Leu 


Phe 


115 






Val 


His 


Lys 


130 






His 


Asp 


Asp 


145 






Cys 


Asn 


Tyr 


160 






Val 


Val 


Asn 


175 






Glu 


Phe 


His 


190 






Tyr 


Ala 


Val 


205 






Leu 


Arg 


Arg 


220 






Glu 


Ala 


Asp 


235 






Phe 


Tyr 


Val 


250 






Asp 


Leu 


Leu 


265 






Ala 


Leu 


Ser 


280 






Thr 


Arg 


Gly 


295 






Asp 


Phe 


Val 


310 






Thr 


Ser 


He 


325 






Gly 


Ala 


Leu 


340 






Cys 


Arg 


Ser 


355 






Asp 


Cys 


Leu 


370 






Gly 


Lys 


He 


385 






Val 


Phe 


Phe 


400 






Glu 


Gin 


Lys 


415 






Gly 


Pro 


Glu 


430 






Asp 


He 


Leu 


445 






Gly 


Phe 


Glu 


460 






Leu 


Arg 


Ser 


475 






Pro 


Leu 


Gly 


490 






Asp 


Leu 


Glu 


505 







Ala 


Lys 


Ala 






105 


Tyr 


Gly 


Ala 






120 


Phe 


Val 


Ala 






135 


Ala 


Ala 


Lys 






150 


Leu 


Val 


Gin 






165 


Thr 


His 


Pro 






180 


Ser 


Arg 


Tyr 






195 


Asn 


Arg 


Ser 






210 


Ser 


Ser 


Phe 






225 


He 


Asn 


Gin 






240 


He 


Tyr 


Cys 






255 


He 


Asp 


Ala 






270 


Thr 


Lys 


Met 






285 


Arg 


Lys 


Val 






300 


Trp 


Phe 


Leu 






315 


Glu 


Tyr 


Trp 






330 


Ser 


Met 


Phe 






345 


Val 


Asp 


Ser 






360 


Cys 


Gin 


Met 






375 


Thr 


Leu 


Gin 






390 


Asp 


Thr 


Phe 






405 


Glu 


Gin 


He 






420 


Leu 


Ser 


Asp 






435 


Val 


Ala 


Glu 






450 


Ala 


Glu 


Leu 






465 


Pro 


Leu 


Ala 






480 


Ala 


Val 


Asp 






495 


Pro 


Leu 





<210> 12 
<211> 142 
<212> PRT 
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<213> Homo sapiens 

<220> 

<221> misc_ f eature 

<223> Incyte ID No: 1877133CD1 

<400> 12 



Met 


He 


Ser 


Thr 


Ala 


Arg 


Val 


Pro 


Ala 


Asp 


Lys 


Pro 


Val 


Arg 


He 


1 








5 










10 










15 


Ala 


Phe 


Ser 


Leu 


Asn 
20 


Asp 


Ala 


Ser 


Asp 


Asp 
25 


Thr 


Pro 


Pro 


Glu 


Asp 
30 


Ser 


He 


Pro 


Leu 


Val 
35 


Phe 


Pro 


Glu 


Leu 


Asp 
40 


Gin 


Gin 


Leu 


Gin 


Pro 
45 


Leu 


Pro 


Pro 


Cys 


His 
50 


Asp 


Ser 


Glu 


Glu 


Ser 
55 


Met 


Glu 


Val 


Phe 


Lys 
60 


Gin 


His 


Cys 


Gin 


He 
65 


Ala 


Glu 


Glu 


Tyr 


His 
70 


Glu 


Val 


Lys 


Lys 


Glu 
75 


He 


Thr 


Leu 


Leu 


Glu 
80 


Gin 


Arg 


Lys 


Lys 


Glu 

85' 


Leu 


He 


Ala 


Lys 


Leu 
90 


Asp 


Gin 


Ala 


Glu 


Lys 
95 


Glu 


Lys 


Val 


Asp 


Ala 
100 


Ala 


Glu 


Leu 


Val 


Arg 
105 


Glu 


Phe 


Glu 


Ala 


Leu 
110 


Thr 


Glu 


Glu 


Asn 


Arg 
115 


Thr 


Leu 


Arg 


Leu 


Ala 
120 


Gin 


Ser 


Gin 


Cys 


Val 
125 


Glu 


Gin 


Leu 


Glu 


Lys 
130 


Leu 


Arg 


He 


Gin 


Tyr 
135 


Gin 


Lys 


Arg 


Gin 


Gly 


Ser 


Ser 



















140 



<210> 13 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2636759CD1 

<400> 13 



Met 


Thr 


Ser 


Gly 


Glu 


Val 


Lys 


Thr 


Ser 


Leu 


Lys 


Asn 


Ala 


Tyr 


Ser 


■ 1 








5 










10 










15 


Ser 


Ala 


Lys 


Arg 


Leu 
20 


Ser 


Pro 


Lys 


Met 


Glu 
25 


Glu 


Glu 


Gly 


Glu 


Glu 
30 


Glu 


Asp 


Tyr 


Cys 


Thr 
35 


Pro 


Gly 


Ala 


Phe 


Glu 
40 


Leu 


Glu 


Arg 


Leu 


Phe 
45 


Trp 


Lys 


Gly 


Ser 


Pro 
50 


Gin 


Tyr 


Thr 


His 


Val 
55 


Asn 


Glu 


Val 


Trp 


Pro 
60 


Lys 


Leu 


Tyr 


He 


Gly 
65 


Asp 


Glu 


Ala 


Thr 


Ala 
70 


Leu 


Asp 


Arg 


Tyr 


Arg 
75 


Leu 


Gin 


Lys 


Ala 


Gly 
80 


Phe 


Thr 


His 


Val 


Leu 
85 


Asn 


Ala 


Ala 


His 


Gly 
90 


Arg 


Trp 


Asn 


Val 


Asp 
95 


Thr 


Gly 


Pro 


Arg 


Leu 
100 


Leu 


Pro 


Arg 


His 


Gly 
105 


His 


Pro 


Val 


Pro 


Arg 
110 


Arg 


Gly 


Gly 


Pro 


Thr 
115 


Thr 


Cys 


Pro 


Pro 


Phe 
120 


Asp 


Leu 


Ser 


Val 


Phe 
125 


Phe 


Tyr 


Pro 


Ala 


Ala 
130 


Ala 


Phe 


He 


Asp 


Arg 
135 


Ala 


Leu 


Ser 


Asp 


Asp 
140 


His 


Ser 


Lys 


He 


Leu 
145 


Val 


His 


Cys 


Val 


Met 
150 


Gly 


Arg 


Ser 


Arg 


Ser 


Ala 


Thr 


Leu 


Val 


Leu 


Ala 


Tyr 


Leu 


Met 


He 



155 160 165 
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His Lys Asp Met Thr Leu Val Asp Ala lie Gin Gin Val Ala Lys 

170 175 180 

Asn Arg Cys Val Leu Pro Asn Arg Gly Phe Leu Lys Gin Leu Arg 

185 190 195 

Glu Leu Asp Lys Gin Leu Val Gin Gin Arg Arg Arg Ser Gin Arg 

200 205 210 

Gin Asp Gly Glu Glu Glu Asp Asp Arg Glu Leu 

215 220 



<210> 14 
<211> 462 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2716815CD1 

<400> 14 



Met 


Ser 


He 


Ala 


Gly 


Val 


Ala 


Ala 


Gin 


Glu 


He 


Arg 


Val 


Pro 


Leu 


1 








5 










10 










15 


Lys 


Thr 


Gly 


Phe 


Leu 


His 


Asn 


Gly 


Arg 


Ala 


Met 


Gly Asn 


Met 


Arg 










20 










25 










30 


Lys 


Thr 


Tyr 


Trp 


Ser 
35 


Ser 


Arg 


Ser 


Glu 


Phe 
40 


Lys 


Asn 


Asn 


Phe 


Leu 
45 


Asn 


He 


Asp 


Pro 


He 
50 


Thr 


Met 


Ala 


Tyr 


Ser 
55 


Leu 


Asn 


Ser 


Ser 


Ala 
60 


Gin 


Glu 


Arg 


Leu 


He 
65 


Pro 


Leu 


Gly 


His 


Ala 
70 


Ser 


Lys 


Ser 


Ala 


Pro 
75 


Met 


Asn 


Gly 


His 


Cys 
80 


Phe 


Ala 


Glu 


Asn 


Gly 
85 


Pro 


Ser 


Gin 


Lys 


Ser 
90 


Ser 


Leu 


Pro 


Pro 


Leu 
95 


Leu 


He 


Pro 


Pro 


Ser 
100 


Glu 


Asn 


Leu 


Gly 


Pro 
105 


His 


Glu 


Glu 


Asp 


Gin 
110 


Val 


Val 


Cys 


Gly 


Phe 
115 


Lys 


Lys 


Leu 


Thr 


Val 
120 


Asn 


Gly 


Val 


Cys 


Ala 
125 


Ser 


Thr 


Pro 


Pro 


Leu 
130 


Thr 


Pro 


He 


Lys 


Asn 
135 


Ser 


Pro 


Ser 


Leu 


Phe 
140 


Pro 


Cys 


Ala 


Pro 


Leu 
145 


Cys 


Glu 


Arg 


Gly 


Ser 
150 


Arg 


Pro 


Leu 


Pro 


Pro 
155 


Leu 


Pro 


He 


Ser 


Glu 
160 


Ala 


Leu 


Ser 


Leu 


Asp 
165 


Asp 


Thr 


Asp 


Cys 


Glu 
170 


Val 


Glu 


Phe 


Leu 


Thr 
175 


Ser 


Ser 


Asp 


Thr 


Asp 
180 


Phe 


Leu 


Leu 


Glu 


Asp 
185 


Ser 


Thr 


Leu 


Ser 


Asp 
190 


Phe 


Lys 


Tyr 


Asp 


Val 
195 


Pro 


Gly 


Arg 


Arg 


Ser 
200 


Phe 


Arg 


Gly 


Cys 


Gly 
205 


Gin 


He 


Asn 


Tyr 


Ala 
210 


Tyr 


Phe 


Asp 


Thr 


Pro 
215 


Ala 


Val 


Ser 


Ala 


Ala 
220 


Asp 


Leu 


Ser 


Tyr 


Val 
225 


Ser 


Asp 


Gin 


Asn 


Gly 
230 


Gly 


Val 


Pro 


Asp 


Pro 
235 


Asn 


Pro 


Pro 


Pro 


Pro 
240 


Gin 


Thr 


His 


Arg 


Arg 
245 


Leu 


Arg 


Arg 


Ser 


His 
250 


Ser 


Gly 


Pro 


Ala 


Gly 
255 


Ser 


Phe 


Asn 


Lys 


Pro 
260 


Ala 


He 


Arg 


He 


Ser 
265 


Asn 


Cys 


Cys 


He 


His 
270 


Arg 


Ala 


Ser 


Pro 


Asn 

275 


Ser 


Asp 


Glu 


Asp 


Lys 
280 


Pro 


Glu 


Val 


Pro 


Pro 
285 


Arg 


Val 


Pro 


He 


Pro 
290 


Pro 


Arg 


Pro 


Val 


Lys 
295 


Pro 


Asp 


Tyr 


Arg 


Arg 
300 


Trp 


Ser 


Ala 


Glu 


Val 


Thr 


Ser 


Ser 


Thr 


Tyr 


Ser 


Asp 


Glu 


Asp 


Arg 
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305 


Pro 


Pro 


Lys 


Val 


Pro 
320 


Arg 


Thr 


Pro 


Ser 


Pro 
335 


Met 


Pro 


Pro 


Thr 


Gin 
350 


Ser 


Lys 


Ala 


Leu 


Gin 
365 


Val 


Pro 


Cys 


He 


Leu 
380 


Ser 


Thr 


His 


Tyr 


Tyr 
395 


Lys 


Tyr 


Glu 


Lys 


Phe 
410 


Ala 


Gin 


He 


Gin 


Pro 
425 


Thr 


Glu 


Lys 


Pro 


Asp 
440 


Val 


Lys 


Arg 


Lys 


His 
455 











310 


Pro 


Arg 


Glu 


Pro 


Leu 
325 


Lys 


Ser 


Leu 


Pro 


Ser 
340 


Ser ■ 


Phe 


Ala 


Pro 


Asp 
355 


Arg 


Gin 


Asn 


Ser 


Glu 
370 


Pro 


He 


He 


Glu 


Asn 
385 


Leu 


Leu 


Pro 


Glu 


Arg 
400 


Phe 


Arg 


Glu 


Ala 


Glu 
415 


Leu 


Pro 


Ala 


Asp 


Cys 
430 


Ser 


Lys 


Thr 


Lys 


Met 
445 


Leu 


Ser 


Tyr 


Val 


Val 
460 









315 


Ser 


Pro 


Ser 


Asn Ser 








330 


Tyr 


Leu 


Asn 


Gly Val 








345 


Pro 


Lys 


Tyr 


Val Ser 








360 


Gly 


Ser 


Ala 


Ser Lys 








375 


Gly 


Lys 


Lys 


Val Ser 








390 


Pro 


Pro 


Tyr 


Leu Asp 








405 


Glu 


Thr 


Asn 


Gly Gly 








420 


Gly 


He 


Ser 


Ser Ala 








435 


Asp 


Leu 


Gly 


Gly His 








450 


Ser 


Pro 







<210> 15 

<211> 2192 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 480457CB1 



<400> 15 

gatcaatgaa 

cagatggtgg 

ttttcagcct 

ggcccgtccg 

acccaggcag 

cgaatctgac 

gcagtgccag 

ccattgccgc 

agatggtcaa 

ctgtgtcagg 

caaagaagat 

actgcaggcc 

gtgccgataa 

tttcctgtag 

atgatgagaa 

tcgagtccct 

ttaagcagaa 

tggggggcgg 

acatcgagaa 

atgctcagga 

ctcatcttcc 

ctgacagcaa 

aagctcacca 

ccaccatcgt 

aatttgtcaa 

tagagttcga 

tgggcgtgga 

ggagacaatg 



gccgagtgaa 
aggaatacac 
cctcatgcct 
acctcaggat 
taacagccac 
gtatatgccc 
ctgctgcact 
tggcaccacc 
caataatgag 
gacccccaag 
gaccaaatgc 
cttcatggag 
gatcagccgg 
ggaaggcaag 
taccaatgag 
gaagagagaa 
ccatgaaaac 
cgcatccgcg 
cgctgagctc 
cctggacacc 
cctctaccac 
caagcagaac 
gtgtgggaag 
catcgcttac 
aggcaaacga 
ggaagaccta 
gacggttgtg 
aggaaggagg 



tgggggctga 
ttatttatga 
ccgtctcctt 
ctcaaccttt 
cctcctgtca 
tcatccagcg 
gtggcaacct 
accactgcca 
aatacaggct 
cagctagcca 
agcaagagtc 
tacaacaaga 
cggagactgc 
gactctttca 
ccaagccgag 
ggcaaagaac 
ctctgtgaca 
gcctcgagct 
acccccatct 
atgcagcggc 
tatgagaaag 
ctgcggcagt 
gggcttctca 
ttgatgaagc 
ccaattatct 
aacaacggtg 
tgacaatggt 
atggattctg 



atgtgcgagt 
aactgtcttg 
tagacgacag 
gtttagactc 
tcgccaccac 
gctctgcccg 
acgacaagga 
tcggaacctc 
ctctaagtcc 
gcatcaaaat 
acctgccgag 
gtcacatcca 
agcagggcaa 
agaggatctt 
tgatgccctc 
ctctggtgtt 
actccctcca 
tgctacctca 
tgcccttcct 
tgaacatcgg 
gcctgttcaa 
actttgaaga 
tccactgcca 
acactcggat 
ccccaaacct 
tgacaccgag 
ctggatggaa 
gttttttttc 



ccatagctga 
agttcttctt 
ggtagtagtg 
tagttacctt 
cgttgtgtcc 
ctcgctgaat 
caatcaggcc 
taccacctgc 
atcaagtggg 
aatctacccc 
tcagggccct 
aggagctgtc 
gatcactgtc 
ttccaaagaa 
ccagccactt 
gaaaggtgga 
gctccaagag 
gcccatcccc 
gttccttggc 
ctacgtcatc 
ctacaagcgg 
ggcttttgag 
ggctggggtg 
gaccatgact 
taacttcatg 
aatccttaca 
aggattgctg 
tttctttttt 



agaggagcgc 60 
gaattgccag 12 0 
gcactatcta 180 
ggctctgcca 240 
ctcaaggctg 300 
tgtggatgca 3 60 
caaacccaag 42 0 
cctgctaacc 480 
gtgggcagcc 540 
aatgacttgg 600 
gtcatcattg 660 
cacattaact 720 
ctagacttga 780 
attatagttt 840 
cacatagtcc 900 
cttagtagtt 960 
tgccgggagg 102 0 
accacccctg 1080 
aatgagcagg 1140 
aacgtcacca 1200 
ctgccagcca 1260 
ttcattgagg 1320 
tcccgctccg 1380 
gatgcttata 1440 
gggcagttgc 1500 
ccaaagctga 1560 
ctctccatta 1620 
tttttgtagt 1680 
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tgggagtaag tttgtgaatg 
agaagactat aacttttgat 
ggttaaagaa gtaatttttt 
cttttccttt taagctattt 
cgaagatact acacacttta 
gaatcaccaa ggcctgggat 
accaagccct gttgtgctca 
gaatccttca ggcattcttt 
tctggatttt tttttttttc 



gaaacaaact 
gccattgaga 
taagccaaca 
gtagagttta 
aaccaattaa 
caacctgggc 
ctggtgcaaa 
aaggagaaaa 
cttctctggg 



tgtttaaaca 
ttcacctccc 
ataaaaatat 
tgactaaata 
aaagaaccaa 
tgtccacaca 
gagaagatca 
aggatacctt 
tt 



ctttattttt 
acaaactgac 
aatacaactt 
gtctgtgcag 
aagtaaatag 
gaaaacaaaa 
gggcagctta 
tgattttgtg 



aacaagtgta 1740 
aaattaagga 1800 
gtttctcccc 1860 
gttcatagac 1920 
aaaagacatt 1980 
acccaaccaa 2040 
agtggtctaa 2100 
tgtttcatgc 2160 
2192 



<210> 16 
<211> 1338 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> unsure 

<222> 959, 1029, 1159 

<223> a or g or c or t, unknown, or other 
<220> 

<221> misc^feature 

<223> Incyte ID No: 563663CB1 

<400> 16 

ccttgtctgg aaaagtaaaa gtggatcctg ccacgttcgg agctccctgg cgcctcgccc 60 

ggctggagct agagaactcg tcctgtggcg gcccccggcg tggggcggga cagcggcccc 120 

ctggaggggg cagtcccggg agaacctgcg gcggccggag cggtaaaaat aagtgactaa 180 

agaagcagac ctgggaatca cctaacatgt cgaggaggag atttgattgc cgaagtattt 240 

caggcctact aactacaact cctcaaattc caataaaaat ggaaaacttt aataatttct 300 

atatacttac atctaaagag ctagggagag gaaaatttgc tgtggttaga caatgtatat 360 

caaaatctac tggccaagaa tatgctgcaa aatttctaaa aaagagaaga agaggacagg 420 

attgtcgggc agaaatttta cacgagattg ctgtgcttga attggcaaag tcttgtcccc 480 

gtgttattaa tcttcatgag gtctatgaaa atacaagtga aatcattttg atattggaat 540 

atgctgcagg tggagaaatt ttcagcctgt gtttacctga gttggctgaa atggtttctg 600 

aaaatgatgt tatcagactc attaaacaaa tacttgaagg agtttattat ctacatcaga 6 60 

ataacattgt acaccttgat ttaaagccac agaatatatt actgagcagc atataccctc 720 

tcggggacat taaaatagta gatgggggaa tgtctcgaaa aatagggcaa tgcgtgtgac 780 

cttcgggaaa tcatgggaac accagaatat ttagctccag aaatcctgaa ctatgatccc 840 

attaccacag aaacagatat gtggaatatt ggtataatag catatatgtc gctaactcac 900 

acatcaccat ttgtgggaga agataatcaa gaaacatacc tcaatctctc tcaagttant 960 

gtagattatt cggaagaaac tttcccatca gtttcacagc tggccacaga ctttattcag 1020 

agcccttcng taacacctcc agagaaacga caccagcaga gatctgcctc cctcattctc 1080 

gcctacagca gcgggacttt gcaacattgt ctcacctgaa cgaacctcca gttcccctca 1140 

aactcaggat caatctgtna ggtctctaag acaagactct taatcccctc gcatggaact 1200 

cgggtgaaga gaagtacgag atctcccgcg gttgcagact gctcaaacca ttcgtctgat 1260 

atctatcccc cccccccacc tgtccaattg gttttacatc tttcttgctc aggcttcctc 1320 

gacttgcttc ccccctac 1338 



<210> 17 
<211> 1706 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_ feature 

<223> Incyte ID No: 1425842CB1 

<400> 17 
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cgtgggagcc gcgcgggccg ctgtcgtccc aacccccgcc gccctcgtcg cgcgcggggc 60 

ctccgcgccc ccggctgctg ctcacgcccc gcccgggagc cagattttgt ggaagfcataa 120 

tactttgtca ttatgagatg tcgtctctcg gtgcctcctt tgtgcaaatt aaatttgatg 180 

acttgcagtt ttttgaaaac tgcggtggag gaagttttgg gagtgtttat cgagccaaat 240 

ggatatcaca ggacaaggag gtggctgtaa agaagctcct caaaatagag aaagaggcag 300 

aaatactcag tgtcctcagt cacagaaaca tcatccagtt ttatggagta attcttgaac 3 60 

ctcccaacta tggcattgtc acagaatatg cttctctggg atcactctat gattacatta 420 

acagtaacag aagtgaggag atggatatgg atcacattat gacctgggcc actgatgtag 480 

ccaaaggaat gcattattta catatggagg ctcctgtcaa ggtgattcac agagacctca 540 

agtcaagaaa cgttgttata gctgctgatg gagtattgaa gatctgtgac tttggtgcct 600 

ctcggttcca taaccataca acacacatgt ccttggttgg aactttccca tggatggctc 660 

cagaagttat ccagagtctc cctgtgtcag aaacttgtga cacatattcc tatggtgtgg 720 

ttctctggga gatgctaaca agggaggtcc cctttaaagg tttggaagga ttacaagtag 780 

cttggcttgt agtggaaaaa aacgagagat taaccattcc aagcagttgc cccagaagtt 840 

ttgctgaact gttacatcag tgttgggaag ctgatgccaa gaaacggcca tcattcaagc 900 

aaatcatttc aatcctggag tccatgtcaa atgacacgag ccttcctgac aagtgtaact 960 

cattcctaca caacaaggcg gagtggaggt gcgaaattga ggcaactctt gagaggctaa 1020 

agaaactaga gcgtgatctc agctttaagg agcaggagct taaagaacga gaaagacgtt 1080 

taaagatgtg ggagcaaaag ctgacagagc agtccaacac cccgcttctc ttgcctcttg 1140 

ctgcaagaat gtctgaggag tcttactttg aatctaaaac agaggagtca aacagtgcag 1200 

agatgtcatg tcagatcaca gcaacaagta acggggaggg ccatggcatg aacccaagtc 12 60 

tgcaggccat gatgctgatg ggctttgggg atatcttctc aatgaacaaa gcaggagctg 132 0 

tgatgcattc tgggatgcag ataaacatgc aagccaagca gaattcttcc aaaaccacat 13 80 

ctaagagaag ggggaagaaa gtcaacatgg ctctggggtt cagtgatttt gacttgtcag 1440 

.aaggtgacga tgatgatgat gatgacggtg aggaggagga taatgacatg gataatagtg 1500 

aatgaaagca gaaagcaaag taataaaatc acaaatgttt ggaaaacaca aaagtaactt 1560 

gtttatctca gtctgtacaa aaacagtaag gaggcagaaa gccaagcact gcatttttag 1620 

ggcaatcaca tttacatgac cgtatttctt atcattctac tttattctgc tacagaaaac 1680 
gcgggagatt agccaagagt tattat 1706 



<210> 18 
<211> 2140 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2349047CB1 

<400> 18 

aaaaagggta acaacccgga aagtagactc accgtcttgg tctagagact gacccctgca 60 

cagacagacc ccttcccctc tctgcgaaag gaccaagccc cagaagtcac tccatctcct 12 0 

acggctcgca atttccagag gccccctggc accttccagc ctgatgtcgt gcgtcaagtt 180 

atggcccagc ggtgcccccg cccccttggt gtccatcgag gaactggaga accaggagct 24 0 

cgtcggcaaa ggcgggttcg gcacagtgtt ccgggcgcaa cataggaagt ggggctacga 3 00 

tgtggcggtc aagatcgtaa actcgtgagt gaccccggtt gaccccagcc gcaatctggc 3 60 

caaaaaggtg gagccactgt gctctggggc ctgaatggcg aagggaggga ttttcccacg 42 0 

accccggtgc gactccagct ctctcctgga gtgtaggaag gcgatatcca gggaggtcaa 480 

ggccatggca agtctggata acgaattcgt gctgcgccta gaaggggtta tcgagaaggt 54 0 

gaactgggac caagatccca agccggctct ggtgactaaa ttcatggaga acggctcctt 600 

gtcggggctg ctgcagtccc agtgccctcg gccctggccg ctcctttgcc gcctgctgaa 660 

agaagtggtg cttgggatgt tttacctgca cgaccagaac ccggtgctcc tgcaccggga 72 0 

cctcaagcca tccaacgtcc tgctggaccc agagctgcac gtcaagctgg cagattttgg 7 80 

cctgtccaca tttcagggag gctcacagtc agggacaggg tccggggagc cagggggcac 84 0 

cctgggctac ttggccccag aactgtttgt taacgtaaac cggaaggcct ccacagccag 900 

tgacgtctac agcttcggga tcctaatgtg ggcagtgctt gctggaagag aagttgagtt 960 

gccaaccgaa ccatcactcg tgtacgaagc agtgtgcaac aggcagaacc ggccttcatt 1020 

ggctgagctg ccccaagccg ggcctgagac tcccggctta gaaggactga aggagctaat 1080 

gcagctctgc tggagcagtg agcccaagga cagaccctcc ttccaggaat gcctaccaaa 1140 

aactgatgaa gtcttccaga tggtggagaa caatatgaat gctgctgtct ccacggtaaa 1200 
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ggatttcctg 
aggagggaca 
tgtcatggtt 
taaaaaatgc 
ctggacagca 
aactttcaga 
agggaatcag 
tccagtaaca 
caacaactac 
gggcaagggg 
tcctgaagcc 
ccaagcttgc 
ttccttctag 
caataaacat 
gaagagtgcc 
actgactttg 



tctcagctca 
gaaatggatg 
tctgagtggc 
ccgagcctta 
ggcacatctt 
aaccagatgc 
ggggctgaga 
gggcgaccgc 
ttgactatgc 
aggggcttgc 
tggagcaggc 
ctccaagagt 
ggcagtctgg 
gatggaaata 
accccttgag 
tgacctgtcc 



ggagcagcaa 
gctttaggag 
taaacaaact 
ccaagaggag 
cagattcgat 
ccagccctac 
gacaaggcat 
tcgttaacat 
aacagacaac 
agcacccccc 
cacagggttg 
tacgagttaa 
cctgcccaca 
aagcaccttc 
gcccctgact 
cccaggagtc 



taggagattt 
aaccatagaa 
gaatctagag 
cagggcacaa 
ggcccaacct 
ctcaactgga 
gaactggtcc 
atacaactgc 
tgccttgccc 
accagtaggt 
gtataatcat 
ggaagagtgc 
aactgacttt 
caagcttgcc 
tccttctagg 
aataaacatg 



tctatcccag 
aaccagcact 
gagcctccca 
gaggagcagg 
ccccagactc 
acaccaagtc 
tgcaggaccc 
tctggggtgc 
acatggggct 
tcgcaagaag 
agcgggaaat 
caccccttga 
gtgacctgtc 
tccaagagtt 
gcagtctggc 



agtcaggcca 1260 
ctcgtaatga 1320 
gctctgttcc 1380 
ttccacaagc 1440 
cagagacctc 1500 
ctggaccccg 1560 
cggagccaaa 1620 
aagttggaga 1680 
tggcaccttc 1740 
gccctaaaga 1800 
aaagcacctt 1860 
ggcccctgac 1920 
ccccaggagt 1980 
acgagttaag 2040 
ctgcccacaa 2100 
2140 



<210> 19 

<211> 1573 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2415617CB1 



<400> 19 

gccccacagc 

agccgccgcc 

gtcgaggtta 

ctggtgctgc 

gtgcagcccc 

aaccacgcgc 

atgtctggag 

gagaccgcca 

gcttccttga 

tgcacgctat 

gcttcggggc 

gacctagaga 

ctgcgtctgg 

gtgggttcca 

cttgtgccac 

gtgctagtcc 

ggccgctgtg 

atgctgctgc 

tacttggtat 

tttgcagtgg 

tacttctgga 

ccaccgccag 

ggacccttcc 

agactcccct 

gaagtcctgg 

ttgttctgag 

aaaaaaaaaa 



cggccctgcg 
acgggcagcg 
tggatccagc 
tgaacccgcg 
ttttggctga 
gggagctggt 
acgggctgat 
tccagaagcc 
accattatgc 
tgctgtgccg 
tgcgcctctt 
gtgagaagta 
cagccctgcg 
agacacctgc 
tggaggagcc 
tggcactgct 
cagctggcgt 
gcctcttcct 
atgtgcccgt 
atggggaatt 
tggtcagcgg 
aagagccctt 
tccttcccta 
ggagaagggt 
gtcaggagcc 
acccccaccc 
aaa 



acgcccgcct 
ccccacagcg 
gggcggcccc 
cggcggcaag 
ggctgaaatc 
gcggtcggag 
gcacgaggtg 
cctgtgtagc 
tggctatgag 
ccggctgctg 
ctctgtgctc 
tcggcgtctg 
cacctaccgc 
ctcccccgtt 
agtgccctct 
gcactcgcac 
catgcatctg 
ggccatggag 
ggtcgccttc 
gatggttagc 
ttgcgtggag 
atgacccctg 
gggctgcagg 
gagaaggtgg 
cagctggctg 
cacgaaccaa 



gggcagcacc 
ccagggaccc 
cggggcgtgc 
ggcaaggcct 
tccttcacgc 
gagctgggcc 
gtgaacgggc 
ctcccagcag 
caggtcacca 
tcacccatga 
agcctggcct 
ggggagatgc 
ggccgactgg 
gtggtccagc 
cactggacag 
ctgggcagtg 
ttctacgtgc 
aagggcaggc 
cgcttggagc 
gaggccgtgc 
cccccgccca 
ggccgcgctg 
gcctgtccac 
aggctatgct 
ggcccagctg 
atccaaataa 



gataaggagc 
cctggcagcg 
tcccgcggcc 
tgcagctctt 
tgatgctcac 
gctgggacgc 
tcatggagcg 
gctctggcaa 
atgaagacct 
acctgctgtc 
ggggcttcat 
gcttcactct 
cctacctccc 
agggcccggt 
tggtgcccga 
agatgtttgc 
gggcgggagt 
atatggagca 
ccaaggatgg 
agggccaggt 
gctggaagcc 
tgccttagtg 
agctcctgtg 
ttggggggac 
cctatgtaag 
agtgacattc 



tgaaggcagg 60 
ggagccgcgg 120 
ctgccgcgtg 180 
ccggagtcac 240 
tgagcggcgg 300 
tctggtggtc 3 60 
gcctgactgg 420 
cgcgctggca 480 
cctgaccaac 540 
tctgcacacg 600 
tgctgatgtg 660 
gggcaccttc 720 
tgtaggaaga 780 
agatgcacac 840 
cgaggacttt 900 
tgcacccatg 960 
gtctcgtgcc 1020 
tgaatgcccc 1080 
gaaaggtgtg 1140 
gcacccaaac 1200 
ccagcagatg 12 60 
tctacttgca 1320 
ggggtggagg 1380 
aggccagaat 1440 
gccttctagt 1500 
ccagcctgaa 1560 
1573 



<210> 20 

<211> 862 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223>, Incyte ID No: 3815186CB1 



<400> 20 

aacccagaga 

tttaccatca 

taggggatag 

gcatagcttt 

accactttat 

ccaccacatt 

gcagctgcta 

gccacccaat 

tttactttcc 

cagacagcct 

tgaatttgct 

agattccatc 

tcttccagga 

gcttttcttt 

gaataagtgc 



gtagggtggt 
tattacgtat 
agagtaattg 
gattctgctt 
ggcaattctt 
tctatcccca 
aaaattttca 
gactggcgta 
atttggcaga 
gtggaactga 
ggcttctcgt 
gctgagcctg 
ttcatggtgc 
gtatgtatag 
attgcccact 



catgattctg 
aagaaagctg 
gaggcctttt 
tccttttttt 
aactgacatt 
agccaacata 
gcacagggct 
tcttggtcct 
gagacaagag 
cccccactga 
atactaaccc 
tgtgtaaggc 
ctctgttggc 
cttgctagtt 
ga 



tggtggtgca 
acagtggaga 
tataatgtgc 
aacttggttt 
caatgactta 
caatgtgaaa 
ctttctgact 
gtgtctttct 
agacacctcc 
taaactcttc 
agagtttgtc 
tgcaggctga 
atccgtcatg 
tgttttctac 



ggcatgtttt 
gagattaaaa 
agattcgtga 
tttaaaattt 
cttcttttct 
tgaaagccag 
ctgctcatga 
tcttacgctg 
aacttcgaca 
atcatgaact 
attaatgtgt 
atgtctatta 
tggagagctt 
atttcaaaat 



cttagcatta 60 
gcaggactat 120 
tttttgaaaa 180 
gcacacacac 240 
tagaaaattt 300 
tgcgtggagt 3 60 
gatggtatca 420 
tgttaatgtg 480 
aagagttcac 540 
tggaccaaaa 600 
aggtgaatgc 660 
tcaattccag 720 
gtcttagagg 780 
gtttagttta 840 
862 



<210> 21 

<211> 2744 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 5504544CB1 

<400> 21 

ccggccccgg gttccggggt ctcctttcac atccagatcg ggctgacccg cgagttcgtg 60 
ctgttgcccg ccgcctccga gctggctcat gtgaagcagc tggcctgttc catcgtggac 120 
cagaagttcc ctgagtgtgg cttctacggc ctttacgaca agatcctgct tttcaaacat 180 
gaccccacgt cggccaacct cctgcagctg gtgcgctcgt ccggagacat ccaggagggc 240 
gacctggtgg aggtggtgct gtcggcctcg gccaccttcg aggacttcca gatccgcccg 300 
cacgccctca cggtgcactc ctatcgggcg cctgccttct gtgatcactg cggggagatg 360 
ctcttcggcc tagtgcgcca gggcctcaag tgcgatggct gcgggctgaa ctaccacaag 42 0 
cgctgtgcct tcagcatccc caacaactgt agtggggccc gcaaacggcg cctgtcatcc 480 
acgtctctgg ccagtggcca ctcggtgcgc ctcggcacct, ccgagtccct gccctgcacg 540 
gctgaagagc tgagccgtag caccaccgaa ctcctgcctc gccgtccccc gtcatcctct 600 
tcctcctctt ctgcctcatc gtatacgggc cgccccattg agctggacaa gatgctgctc 660 
tccaaggtca aggtgccgca caccttcctc atccacagct atacacggcc caccgtttgc 720 
caggcttgca agaaactcct caagggcctc ttccggcagg gcctgcaatg caaagactgc 780 
aagtttaact gtcacaaacg ctgcgccacc cgcgtcccta atgactgcct gggggaggcc 840 
cttatcaatg gagatgtgcc gatggaggag gccaccgatt tcagcgaggc tgacaagagc 900 
gccctcatgg atgagtcaga ggactccggt gtcatccctg gctcccactc agagaatgcg 960 
ctccacgcca gtgaggagga ggaaggcgag ggaggcaagg cccagagctc cctggggtac 1020 
atccccctaa tgagggtggt gcaatcggtg cgacacacga cgcggaaatc cagcaccacg 1080 
ctgcgggagg gttgggtggt tcattacagc aacaaggaca cgctgagaaa gcggcactat 1140 
tggcgcctgg actgcaagtg tatcacgctc ttccagaaca acacgaccaa cagatactat 1200 
aaggaaattc cgctgtcaga aatcctcacg gtggagtccg cccagaactt cagccttgtg 12 60 
ccgccgggca ccaacccaca ctgctttgag atcgtcactg ccaatgccac ctacttcgtg 1320 
ggcgagatgc ctggcgggac tccgggtggg ccaagtgggc agggggctga ggccgcccgg 13 80 
ggctgggaga cagccatccg ccaggccctg atgcccgtca tccttcagga cgcacccagc 1440 
gccccaggcc acgcgcccca cagacaagct tctctgagca tctctgtgtc caacagtcag 1500 
atccaagaga atgtggacat tgccactgtc taccagatct tccctgacga agtgctgggc 1560 
tcagggcagt ttggagtggt ctatggagga aaacaccgga agacaggccg ggacgtggca 1620 
gttaaggtca ttgacaaact gcgcttccct accaagcagg agagccagct ccggaatgaa 1680 
gtggccattc tgcagagcct gcggcatccc gggatcgtga acctggagtg catgttcgag 1740 
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acgcctgaga aagtgtttgt ggtgatggag aagctgcatg gggacatgtt ggagatgatc 1800 
ctgtccagtg agaagggccg gctgcctgag cgcctcacca agttcctcat cacccagatc 1860 
ctggtggctt tgagacacct tcacttcaag aacattgtcc actgtgactt gaaaccagaa 1920 
aacgtgttgc tggcatcagc agacccattt cctcaggtga agctgtgtga ctttggcttt 1980 
gctcgcatca tcggcgagaa gtcgttccgc cgctcagtgg tgggcacgcc ggcctacctg 2040 
gcacccgagg tgctgctcaa ccagggctac aaccgctcgc tggacatgtg gtcagtgggc 2100 
gtgatcatgt acgtcagcct cagcggcacc ttccctttca acgaggatga ggacatcaat 2160 
gaccagatcc agaacgccgc cttcatgtac ccggccagcc cctggagcca catctcagct 2220 
ggagccattg acctcatcaa caacctgctg caggtgaaga tgcgcaaacg ctacagcgtg 22 80 
gacaaatctc tcagccaccc ctggttacag gagtaccaga cgtggctgga cctccgagag 2340 
ctggagggga agatgggaga gcgatacatc acgcatgaga gtgacgacgc gcgctgggag 2400 
cagtttgcag cagagcatcc gctgcctggg tctgggctgc ccacggacag ggatctcggt 2460 
ggggcctgtc caccacagga ccacgacatg caggggctgg cggagcgcat cagtgttctc 2520 
tgaggtcctg tgccctcgtc cagctgctgc cctccacagc ggttcttcac aggatcccag 2580 
caatgaactg ttctagggaa agtggcttcc tgcccaaact ggatgggaca cgtggggagt 2640 
ggggtggggg gagctatttc caaggcccct ccctgtttcc ccagcaatta aaacggactc 2700 
atctctggcc ccatggcctt gatctcagca aaaaaaaaaa aaaa 2744 



<210> 22 
<211> 1266 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No 



1511326CB1 



<400> 22 

gggcgcctga 

tcccctccca 
tccagcgacg 
cccggccagc 
gccatgaccg 
ggaacacaca 
gccttgcttg 
ggggtccaag 
atccagaatg 
cgctattcct 
agatataatt 
tacgctgcct 
tacaatgtct 
ttgtttccac 
gtgattgtag 
ccaagattac 
gattgtatgg 
ctcttgtgcc 
tattgattat 
gttttttttg 
ttactattat 
ttatat 



cggaagcggc 
cgctcctgcc 
aggacggcac 
ggaggcgcct 
cggggtggtt 
gaggtttata 
agatagttca 
tgagttcaag 
aagagagtgt 
tctacacatt 
tttttatcat 
tgccgcatgt 
cttttgacta 
aactctattt 
aaaaggatga 
ctgagtccaa 
tttcttaaaa 
agatctattt 
taggaaaata 
aaacatgctc 
acctgctagt 



ggcagcgggc 
gctgtctccc 
caacggcggc 
ggggttcttg 
ggttctagct 
taaaagtatt 
ctgtttaatt 
aatctttatg 
ggtgcttttt 
cagccttctt 
cttatatcct 
gaagaaaaca 
ctattatttt 
tcatatgtta 
ttaaatgatc 
gttttaataa 
tataacttga 
tttacaagaa 
attaggtgta 
aaagcttttt 
gatatttatg 



agcggctctc 
acgtccccca 
gcctcggagg 
gccaccgcct 
attgccatgg 
cagaagacac 
ggaattgtac 
gtgtggctca 
ctggtcgcgt 
gaccacttgc 
gttggagttg 
ggaatgtttt 
cttcttataa 
cgtcaaagaa 
tctgcaaaca 
caagaataaa 
gacacgtggt 
ctgtgcaaat 
ttatctgggg 
aaatcaatat 
tgatatttat 



gggctgcagg 
ggtgcgcggc 
ccggcgagga 
ggctcacctt 
tacgttttta 
ttaaattttt 
ctacttctgt 
ttactcacag 
ggactgtgac 
catacttcat 
ctggtgaact 
caataagact 
ccatggcatc 
gaaaggtgct 
aggtgctttt 
caactttgtg 
atttgccagt 
atcagtaact 
gaaaaaaaaa 
ttagaaatta 
aaatgaaaat 



ctgggcaggg 60 
caccatggcg 120 
ccgggaggct 180 
ctacgacatc 240 
tatggaaaaa 300 
ccagacattt 360 
gatstgtgact 420 
tataaaacca 480 
agagatcact 540 
taaatgggcc 600 
tcttacaata 660 
tcctaacaaa 720 
atatatacct 780 
tcatggagag 840 
tccagaataa 900 
aaatatcatg 960 
atttgcgttc 1020 
cttgggtagg 1080 
cttttgctaa 1140 
gtttiaacgat 1200 
aaatgcaaaa 12 60 
1266 



<210> 23 
<211> 594 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No; 1519120CB1 
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<400> 23 

gcggccgcta 

agctgtgcga 

aaactgggca 

ggtcaagtac 

atatgctgaa 

tttacatggt 

ctgacgctgg 

aacaacttgg 

ttcattgccc 

ccatggctat 



tcccctccgg 
ggtgatcgga 
acaatttgct 
agaaggtaag 
acatccacac 
tttcgaattt 
ttttgtgtac 
agaccacctt 
tgactccttc 
ggcacaaaat 



accatggccg 
aagggtccct 
gtaaaaattg 
agatggattt 
attgtagagt 
atggatggag 
agtgaagctg 
aatacagctt 
tggctgaaga 
aaagaatatg 



acgacgacgt 
tcagtgttgt 
ttgatgtagc 
caaatctaaa 
tattggagac 
cagatctgtg 
tagccagcat 
tgagctcagc 
gcaagggacc 
ctcaatgaaa 



gctgttcgag 
acgacgatgt 
caagttcaca 
gcgggaagcc 
atatagctca 
ttttgaaatc 
cttagacaaa 
atgacttgaa 
tagtctcagg 
aaaaaaaaaa 



gatgtgtacg 60 
atcaacagag 120 
tcaagtccag 180 
agtatctgtc 240 
gatggaatgc 300 
gtaaagcgag 3 60 
catagctgga 420 
tgtcttcaaa 480 
gatggagcag 540 
aaaa 594 



<210> 24 

<211> 2280 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No 



1673761CB1 



<400> 24 

cccaaacgtc 

attgccaacc 

aaggaggaac 

aatggagaac 

atcatctccc 

agggaaagct 

gtctcagttc 

gaagtcacgt 

atcatccagc 

gtggcccagg 

caattccgga 

gaagctggcc 

gatcatgctc 

cttcatcgta 

ctgtgtgaca 

gagaagcact 

gagcgattgg 

attgctgtgc 

gggctgaccc 

ctgcacagcc 

cagaaccgtg 

agcattgtgg 

tccgtggatg 

ctccctgagg 

ggggctcgcc 

tgttgggatg 

ggcatcatga 

tctacttgaa 

tttggccatg 

tgcttgctgg 

gaatgactga 

tgtctcagat 

cagatgttac 

gtggcaatag 

agtcaggact 

aataacttgt 

cagaagtccc 

ttacatttat 



tggaatatac 
gaaagcagga 
ttctggatga 
cagtaggcac 
gacttaatca 
tcgtcggaac 
acatcaccag 
ttcactcagg 
gcatcacatg 
aagccattga 
ctcggctcaa 
actcaggccg 
cccgcctggc 
aacctaaact 
actggggagg 
ggaatgatct 
tggatctcca 
tcctcattat 
tggagacacg 
agggacttgt 
ccaagatcac 
ggacaccaat 
tctacgcttt 
catttgagag 
cagaacgtct 
gcgacccctt 
atcggctctg 
agcaaagacc 
gggagaattt 
gaaacttgga 
gcatattcag 
gtgtaaaagc 
cattgtcttt 
tgttaaaaaa 
cagaaaattt 
ggatgtctgg 
agtgagggag 
aggaccacat 



tcgaaaaaag 
ggaaatgaag 
tgctactaac 
cagagagatc 
ggcagtggct 
cctggaacga 
taattatctc 
gtcgtcagtt 
ggtgagccca 
gagcctcagc 
tagttcccac 
gttagagaaa 
ccgcctttct 
gggacaggaa 
acacttccct 
ggctttggaa 
tggttcagtc 
ggagcggcta 
tttgcagata 
ccatcgtgat 
tgacttagga 
ccatatggcc 
tggaattctt 
gtgtgctagc 
tcctgtgttt 
gaagaggcct 
caagtccaat 
tttctctttc 
gacatttatt 
accttcccag 
cagctcactg 
tgaggaatgt 
tcactgtata 
tctcattctc 
gagcttagtt 
ttcctgctgt 
ctagaaacag 
atccctggtt 



gagaatgagt 
gatatgattg 
atggagttta 
aaatgctgca 
aataagctga 
tgtctgcaga 
aaacagatct 
acaaggatgc 
cctgccatca 
gcctccaaat 
gaggcttttg 
acggaagatc 
ctggaaagct 
ctgggccggg 
tgtgccctca 
tttcactata 
attgactaca 
caccgggatc 
gcactagatg 
atcaaactga 
ttctgcaagc 
cctgaacttt 
ttctggtata 
aaagaccatc 
gatgaggagt 
ctcttgggca 
tctgagcagc 
actctctagt 
cactatagga 
gcagggatga 
aagcgccaag 
ggtgttctgg 
tacttctaag 
atgatttttg 
ctgggattat 
ctgcagccag 
agctatctgt 
tctgggggag 



tgtatgaatc 
ttgagacact 
aagacgtcat 
tccgacagat 
tcagctcagt 
gcctggagaa 
taaatgctgc 
tatgggagca 
ctctggaatg 
tggctaagag 
cagcctcctt 
tatggctgag 
gttctttaca 
gccagtatgg 
aatcagttgt 
tgaggtctct 
actatggtgg 
tctacacagg 
tggtggaggg 
aaaatgtgct 
cagaggccat 
tcacagggaa 
tctgctcagg 
tctggaacaa 
gctggcagtt 
ttgtccagcc 
caaacagagg 
tatttccttc 
cacactccca 
ctcctggaca 
ctatcccttt 
cttcacaaat 
acagcaagcg 
gctctagcta 
gaaaacatgg 
gtatctcagg 
tcctcatagt 
gtttcactgt 



attgatgaat 60 
taataccatg 120 
tgtccctgag 180 
ccaggaactc 240 
ggattacctg 300 
gtctcaggat 3 60 
ctatcatgtt 420 
aatcaaacag 480 
gaagaggaag 540 
ca 1 1 tgcagc 60 0 
gcggcagctg 660 
ggttcggaaa 72 0 
ggatgtcttg 780 
tgtggtatac 840 
ccctccagat 900 
gccgaagcat 960 
tggctccagc 102 0 
gctgaaggct 1080 
aatccgcttc 1140 
gctggataag 12 00 
gatgtcaggc 12 60 
gtacgataat 132 0 
ctctgtcaag 1380 
tgtgcggagg 1440 
gatggaagcc 1500 
catgctccag 1560 
actagatgat 1620 
cccctcacct 1680 
agggaactgg 1740 
gtgaagagtt 1800 
agcaaaaaag 1860 
gaaaaggagg 1920 
ggacactgca 1980 
ggaatagttt 2040 
ggacaaaaac 2100 
ttgcaatggt 2160 
gccagtgtgt 2220 
acacagccaa 22 80 
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<210> 25 
<211> 1679 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1270442CB1 

<400> 25 

gcgcgccggc ggcatgcgac tccgcgagcg ctcgctgcgc caggaccccg acctgcgcca 60 
ggagctggcc tcactggccc gcggctgcga cttcgtgctg ccctctcggt tcaagaagcg 120 
gctgaaggcc ttccagcagg ttcagacacg gaaagaagag cctctgcccc cggccacgag 180 
ccaaagcatt ccgaccttct acttccccag aggacgcccg caggactccg tcaacgtgga 240 
tgccgtcatc agcaagatcg agagcacctt cgcccggttc ccccacgaga gggccaccat 300 
ggacgacatg ggcctggtgg ccaaggcctg cggctgcccc ctctactgga aggggccgct 3 60 
cttctatggc gccggcgggg agcgcacggg ctccgtgtcc gtccacaagt tcgtcgccat 42 0 
gtggagaaaa atcctccaga actgccacga cgacgcggcc aagttcgtcc atctgctcat 480 
gagccccggc tgcaactacc tggtgcagga ggactttgtc cccttcttgc aggacgtggt 540 
gaacacgcac ccggggctgt cgttcctgaa ggaggcgtcc gagttccact cgcgctacat 600 
caccacggtc atccagcgga tcttctacgc cgtgaaccgg tcctggtccg gcaggatcac 660 
ctgcgccgag ctgcggagga gctccttcct gcagaatgtg gcgctgctgg aggaggaggc 720 
ggacatcaac cagctgaccg aattcttctc gtacgagcat ttctacgtca tctactgcaa 780 
gttctgggag ctggacacgg accacgacct gctcatcgac gcggacgacc tggcgcggca 840 
caatgaccac gccctttcta ccaagatgat agacaggatc ttctcaggag cagtcacacg 900 
aggcagaaaa gtgcagaagg aagggaagat cagctatgcc gactttgtct ggtttttgat 960 
ctctgaggaa gacaaaaaaa caccgaccag catcgagtac tggttccgct gcatggacct 1020 
ggacggggac ggcgccctgt ccatgttcga gctcgagtac ttctacgagg agcagtgccg 1080 
aagcgtggac agcatggcca tcgaggccct gcccttccag gactgcctct gccagatgct 1140 
ggacctggtc aagccgagga ctgaagggaa gatcacgctg caggacctga agcgctgcaa 1200 
gctggccaac gtcttcttcg acaccttctt caacatcgag aagtacctcg accacgagca 1260 
gaaagagcag atctccctgc tcagggacgg tgacagcggc ggccccgagc tctcggactg 1320 
ggagaagtac gcggccgagg agtacgacat cctggtggcc gaggagaccg cgggagagcc 1380 
ctgggaggac gggttcgagg ccgagctcag ccctgtggag cagaagctga gtgcgctgcg 1440 
ctccccgctg gcccagaggc ccttcttcga ggcgccctca ccgctgggcg ccgtggacct 1500 
gtacgagtac gcgtgcgggg acgaggacct ggagccgctg tgacgccgcc cgcgagaacg 1560 
ccgccgcggg gccgctcccc acgtgccacc accgggccac cgcggctcgt gtaaaaactg 1620 
ttgtggaaaa tgagtgcgtt tgtacggaat gataaacttt tatttattca aaaaaaaaa 1679 



<210> 26 
<211> 1053 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc — feature 

<223> Incyte ID No: 1877133CB1 

<400> 26 

aaggaaagga gagaagggtt gtgaagggaa 
gacgctgggg tctggggcag agcaggtagc 
ctcagattgt cagtggctgc tatgcagcag 
tccacaaagg caacgactgg ccaaggcagt 
ctcaactaag tgagctggaa gacccaggag 
gcacagccag ggtacctgct gacaagcctg 
cagatgatac accccctgaa gactccattc 
tacagcccct gccgccttgt catgactccg 
gccaaatagc agaagaatac catgaggtca 
agaaggagct cattgccaag ttagatcagg 



gcggaatgga agggaaggga ggtcccgtgg 60 

agcgtgctgc cctgacagct gtctccgctc 120 

gtgcagcctg gtctctcact gagtctctac 180 

ggctggctct gggttacaca agtgcagaca 240 

aaggcggagg ctcaggtgcc cacatgatca 300 

tacgcatcgc ctttagcctc aatgacgcct 360 

ctttggtctt tccagaatta gaccagcagc 420 

aggaatccat ggaggtgttc aaacagcact 480 

aaaaggaaat caccctgctt gagcaaagga 540 

cagaaaagga gaaggtggat gctgctgagc 600 
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tggttcggga attcgaggct ctgacggagg 
aat.gtgt.gga acaactggag aaacttcgaa 
aactttaaat ttttcagtgt gagcatacga 
atttttattt taaatgaata gtgagtcaga 
aactgtctat aatgagttta ctgcttgcca 
atgagatcat taacgtgaaa ctattactag 
caaagatata tgtttttttc ttttttagga 
aaatgataaa aatagactta ttgctgaccc 



agaatcggac gttgaggttg gcccagtctc 660 
tacagtatca gaagaggcag ggctcgtcct 720 
ggctgatgac tgccctgtgc tggccaaaag 780 
tctattgctt ctctgtatta cccacatgac 840 
gcttctagct tgagagaagg gatattttaa 900 
tatatgtttt tggagatcag aattcttttc 960 
agatatgatc atgctgtaca acagggtaga 1020 
cag 1053 



<210> 27 

<211> 1212 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2636759CB1 



<400> 27 

gacggcacgc aaggtcagcg tcacagatct gaccctaaaa ataggcctct gttgccagtc 60 
ggggtggctg ggcgtgcggc tgctacatgc cccacggacc agaacctccc gacgcggcca 120 
ggccccggca cacccagctg cagaaaggag agaaaatccc ttggctctaa aatgacatct 180 
ggagaagtga agacaagcct caagaatgcc tactcatctg ccaagaggct gtcgccgaag 240 
atggaggagg aaggggagga ggaggactac tgcacccctg gagcctttga gctggagcgg 300 
ctcttctgga agggcagtcc ccagtacacc cacgtcaacg aggtctggcc caagctctac 360 
attggcgatg aggcgacggc gctggaccgc tataggctgc agaaggcggg gttcacgcac 420 
gtgctgaacg cggcccacgg ccgttggaac gtggacactg ggccccgact actaccgcga 480 
catggacatc cagtaccacg gcgtggaggc ccgacgacct gcccaccttt cgacctcagt 540 
gtcttcttct acccggcggc agccttcatc gacagagcgc taagcgacga ccacagtaag 600 
atcctggttc actgcgtcat gggccgcagc cggtcagcca ccctggtcct ggcctacctg 660 
atgatccaca aggacatgac cctggtggac gccatccagc aagtggccaa gaaccgctgc 72 0 
gtcctcccga accggggctt tttgaagcag ctccgggagc tggacaagca gctggtgcag 780 
cagaggcgac ggtcccagcg ccaggacggt gaggaggagg atgacaggga gctgtaggcc 840 
cgacccacag ggccagcaga ggcacttggg gacagagggg agaggcagaa catagccctg 900 
gcctaggact ccagagaagg gatggtgaaa ccgaagctcg actcttccaa accatcttgt 960 
tcaacttccc catgtgtgct ggggacaggg aggacccaga gctgcccccg ggcagagctg 1020 
agcgctcagc ctctcagcaa aatgggaggg acgggctccc cggctctggg tcacagagga 1080 
gcatgccacg ctgcaccaag tcccctgctt tggttttgtt tttttggtga gaaggaagag 1140 
ggaaaatttt ttaaattgtg gggcattatt tttgtaaata tccttcgggc tttgtttaaa 1200 
aacaaaaaaa aa 1212 



<210> 28 

<211> 3093 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2716815CB1 

<400> 28 

gcagagtgct agcaggagcg cgagccagca 
agccgcggcg ctgagccagc cgggacggac 
cgctcctccg ggggaatgaa agctactggt 
tggagatgtc ccagaataag gcacaatgtc 
agtcccatta aaaactggat ttctacataa 
ctactggagc agtcgcagtg agtttaaaaa 
ggcctacagt ctgaactctt ctgctcagga 
atctgctccg atgaatggcc actgctttgc 



agaggcgcct gcgcgatgtc cgggcccctg 60 
atgcgcggga gggcgccgcg gggcagccgc 12 0 
tgattttaaa gtgcctgggc ctcacaggtt 180 
aatagcagga gttgctgctc aggagatcag 240 
tggccgagcc atggggaata tgaggaagac 300 
caacttttta aatattgacc cgataaccat 360 
gcgcctaata ccacttgggc atgcttccaa 420 
agaaaatggt ccatctcaaa agtccagctt 480 
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gccccctctt 
atgtggtttt 
cataaaaaac 
tcttccaccg 
attcctaact 
atatgatgtt 
tgatacccca 
cccagatcca 
accagctggc 
ttctcctaac 
accagtaaag 
tgaagacagg 
accgagtccc 
tgcccctgat 
tgccagtaag 
acattattac 
ggaagcagaa 
atcttcagcc 
gcgtaaacat 
ttacatagga 
ttagattgca 
gtgagatgct 
gtctataatt 
atacattaca 
ccaattagtt 
tgagtcctga 
aatcattaaa 
tattttgttc 
ttaccatggg 
catgttgcgt 
acctgtcaca 
agttcctgct 
agtggggtac 
tttacaaaat 
tgtggttttg 
tgttgctggt 
tgacccatag 
aactctcaca 
ttttcacatc 
taacagaggt 
actgctgaat 
ggttaaaaca 
aaggatttta 
ataatactta 



cttattcccc 
aagaaactca 
tccccttccc 
ttgccaatct 
agctcagata 
cctggcaggc 
gctgtttctg 
aatcctcctc 
tcctttaaca 
tccgatgaag 
ccagattata 
cctcccaaag 
aaaagccttc 
cccaagtatg 
gttccttgca 
ctactacctg 
gaaacaaatg 
acagaaaagc 
ttatcctatg 
gcaaatggtt 
aaataaaata 
gttatgctga 
taaagatgtg 
tacctatata 
actatcgtag 
tagactgaaa 
aaatattttt 
catttatttt 
tgtacctgct 
cttgttgagg 
catcttgaaa 
tggtcccacc 
gttagactca 
aatgaagcaa 
cttttttttt 
tcctattcag 
ctcagtatgt 
gctgtggctg 
cttccatgta 
acattactgc 
attatttgag 
tgcttaagaa 
ttcattttgt 
tttatgataa 



caagtgaaaa 
cagtgaatgg 
ttttcccctg 
ctgaagccct 
cagacttcct 
gaagcttccg 
cagcagatct 
cacctcagac 
agccagccat 
acaaacctga 
gaagatggtc 
taccgccaag 
cgtcttacct 
tcagcagcaa 
ttctgcccat 
aacgaccacc 
gaggcgccca 
cagactcaaa 
tggtttctcc 
ctcaattttc 
gttgaactct 
gaaaccctga 
atggtgggga 
taaacttgtg 
agtaatatat 
attgagcaaa 
gtttagtaag 
tgcaggcaat 
taggttaaaa 
gagggagagc 
aataaaacga 
cactgaagta 
gatggaaaag 
ttagctatgt 
ttagactgta 
tatttcctgg 
ctgaattcca 
cttcacttag 
tttatcttga 
aatgttctct 
ctatttaaag 
aaatgcactg 
tgcattattt 
aaaaaaaaaa 



cttgggacca 
ggtttgtgct 
tgcccctctt 
ctctctggat 
tttagaagac 
tgggtgtgga 
cagctatgtg 
ccaccgaaga 
aaggatatcc 
ggttcccccc 
agcagaagtt 
agaacctttg 
caatggggtc 
agcactgcaa 
tattgaaaat 
atacctggac 
aatccagcca 
aacaaaaatg 
ttagaccttg 
cagtttgatt 
ctgtcttcat 
ctttgttagt 
ggggaggatg 
gtataaccat 
actcagaata 
tggaagaaga 
tttgaagatt 
cttttccatg 
atcataccaa 
aggttacttg 
taatagaact 
gctcatcgta 
tattctaggt 
gattgagagt 
ttaataaaca 
ggattgtttg 
gaggtcacat 
atgcagtgag 
agagataagc 
taacagttaa 
cttattatat 
atttctgcat 
tgaatattgt 
aaa 



catgaagagg 
tccacccctc 
tgtgaacggg 
gacacagact 
tctacacttt 
caaatcaact 
tctgaccaaa 
ttaagaaggt 
aactgttgta 
agagttccca 
acttcgagca 
tcaccgagta 
atgcccccga 
agacagaaca 
gggaagaagg 
aaatatgaaa 
ttacctgctg 
gatctgggtg 
gggtcatggt 
gaagtgcaga 
gtggaaggtt 
gttggaaaaa 
gggaagcttt 
agaccatagc 
ataaactcaa 
tacagtattg 
tctggctttt 
gagggcaggg 
ggcctcatac 
gcaaccatat 
agtgactaat 
gtgcgggccg 
gccagtgtta 
tattgtttgg 
tacaacacaa 
ctttttaagt 
cagcatcttt 
acacatagtt 
acagaagaga 
acaagctgtt 
tttagtatga 
tatgtgtaca 
cttttcattt 



atcaagttgt 540 
cactgacacc 600 
gttctaggcc 6 60 
gtgaggtgga 720 
ctgatttcaa 780 
atgcatattt 840 
atggaggtgt 900 
ctcattcggg 960 
tacacagagc 1020 
tacctcctag 1080 
cctatagtga 1140 
actcgcgcac 1200 
cacagagctt 1260 
gcgaaggatc 1320 
ttagttcaac 1380 
aattttttag 1440 
actgcggtat 1500 
gccacgtgaa 1560 
tcagcagagg 1620 
gaaaaatccc 1680 
tagagcagtt 1740 
agtcttacaa 1800 
ttatatatgc 1860 
tgcaggttaa 1920 
gctggagaaa 1980 
tttagatcag 2040 
aggccttttc 2100 
tatccattct 2160 
ttccaggttt 2220 
tgtcacctgt 2280 
tttcccttac 2340 
tattagaggc 2400 
ggatgtcagt 2460 
ggatgtgtgt 2 52 0 
gctggccttg 2580 
aaaacacttc 2640 
ctgctttgaa 2700 
ggtgttccga 27 60 
aggtgctcac 282 0 
tacagtttaa 2880 
actaaatgaa 2 940 
gtattggaca 3 000 
taataaagtt 3060 
3093 
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